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PCA, top 500 variable genes
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Volcano: 95 up, 16 down (padj<0.05, |log2FC|>1)
80 A
saA2 _CCL20
70 A
60 -
N SAAL 1366
- 50 .TNMB _SPRR2D
2
5 T ERTEERML
- 40 - *_CxcL
m
o _S0D2
> 30 .
o 30 ’ .
g -
20 - e
10 - . H . .
- "y ; . .' . ‘
S gt e Teht o e .
0 -
I 1 1 1 I 1 1 I
-3 -2 -1 0 1 2 3 4
log2 fold change (infected / mock)
4 KB, #rF pad) &0\ 15 MEE,
2E baseMean log2FC padj
CCL20 4121 314 1.87e-77
SAA2 575.8 2.42 5.82e-76
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SPRR2D 365.2 2.98 5.60e-49
S100A8 17071 1.87 1.07e-48
TNFAIP3 2288.8 1.61 2.09e-47
INHBA 1216.9 1.82 5.53e-47
ICAM1 1884.7 1.86 2.81e-41
KRT6B 2803.4 1.55 3.71e-41
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Top 30 DE genes
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MSigDB Hallmark enrichment of up-regulated genes
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TNF-alpha Signaling via NF-kB 27/200 9.77e-31
Interferon Gamma Response 20/200 4.74e-20
Inflammatory Response 17/200 6.07e-16
IL-6/JAK/STAT3 Signaling 12/87 5.97e-14
Interferon Alpha Response 1/97 6.10e-12
Complement 13/200 4.60e-1
KRAS Signaling Up 13/200 4.60e-1
Allograft Rejection 10/200 1.35e-07
Coagulation 7/138 1.33e-05
Apoptosis 71161 3.28e-05

Epithelial Mesenchymal Transition 7/200 1.20e-04



IL-2/STAT5 Signaling 5/199 5.73e-03
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